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ABSTRACT 
The research direction of this paper is to study the interdisciplinary subjects of life science, mathematics and 
computer science from the molecular level of the life science Molecular Cell Biology. Based on the mathematical 
primitive innovation Differential Incremental Equilibrium Geometry, genome expression, protein spatial folding 
and cell modification are established at the molecular level using the book. Nonlinear Soliton-like Wave General 
Solution with Effective Nuclear Mark Information Solves the Macroscopic Morphology of All Cells in Life 
Sciences at the Molecular Level. So it really establishes the intrinsic structure and law of the molecular cell 
biology model, and has far-reaching significance to the artificial intelligence with the connotation of life. 
 
Key word: Nuclear Mark Information; Nonlinear Soliton-like Wave General Solution; Molecular Cell Biology; 
Spatial Folding of Protein Particles; Cell Modification 

 

INTRODUCTION 
In this paper, we describe the growth trend of 
nucleus in cross-science, that is, the trend of 
protein and cell, as well as the deep-space 
decoupling of polypeptides with complex 
(kernel variables) in cell modification, and the 
formation of nucleus-forming tendency during 
the process of modifying cells. 
he Human Gene Forms Protein and Cell, Cell 
and Cell Modified Nucleus Growth Trend, 
which is applied to the nucleus growth trend - 

the trend of protein and cell and cancer cell; The 
Nucleus Vibration Effective Nucleus Trace, 
which is an effective nucleus trace information 
in complex three-dimensional images, is an 
effective nucleus trace information. 
Cell nucleus division-nucleus growth trend, with 
the complexity of cell-modified intelligent 
nucleus formation growth process, and 
accompanied by uncontrolled cell division; 
nucleus growth trend-protein immersion in 
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nucleus-cell nucleus division trend, nucleus-cell 
nucleus division on human gene formation 
proteins of various types of regulation The 
controlling role of "Nucleus Growth Trend" 
gives the deductive process of computer 
information science at the molecular level. 
Nucleus growth trend-immersion tendency of 
various viruses and bacteria to proteins; cell 
modification of sarcoplasmic reticulum (SR) 
membranous cannula-protein granules with 
high-depth polypeptide space unchains 
"first-order and second-order differential + 
high-dimensional index with cell core division - 
nucleus growth trend" 
Viruses in the eukaryotic form of viruses 
containing lipid capsules and protein coats 
immerse in muscle somatic cells. The core 
mechanism of action is HIV virus-nucleic acid 
(double RNA). Viruses in the form of (m, m + 3) 
order superspheres (n, 2n) secondary root 
superspheres (n, 2n) internal superspheres high 
dimensional inner core conjugate complex 

hyperspheres complex changes beyond 
meromorphic function form. Conjugated nuclei 
vibrate effectively as a nuclear trace function, 
whereas the double RNA of HIV is encapsulated 
in a convex sphere encapsulated by a 
lipid-coated protein shell. 
HIV virus has an absolute supersymmetry 
structure in the mathematical model, which is 
embodied in the unity of the external structure 
and internal structure of HIV virus; HIV virus 
capsid protein, double lipid membrane structure, 
nucleic acid (double RNA), double RNA 
adsorption reverse transcriptase, are symmetrical 
structure; 
Because HIV virus has been successfully used in 
the 11-dimensional complex conjugate nucleus 
vibration effective nucleus trace function of 
Differential Incremental Equilibrium Geometry 
Transcendental Meromorphic Function, it has an 
absolutely supersymmetric structure, which is 
also in line with the HIV virus structure of 
Molecular Cell Biology. 
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The same is true for the formation of supersymmetric molecular structures; HIV viruses have compact 
structural morphologies, whether in the outer coat or in the inner core; whether in the bilayer lipid 
intima, or even number pairs of enzymes. Therefore, HIV virus is the most perfect, the most successful, 
the most complex supervirus; therefore, the establishment of drugs, methods, technology to destroy 
HIV virus is particularly important. 
 
TEXT 
Nucleus Growth Trend --- Trend of Protein and Cell. There are complex (kernel variable) 
polypeptide space depletion chains in cell modification, and the process of constantly forming 
modified cells.         
1. Human genes form proteins and cell and cell modified bud nucleus growth trends.         
3+1 dimension hyperspherical convex-spherical fiber cluster convex-spherical fiber crystallized fiber 
family, soliton wave intrinsic spatial posture change rate of protein particle Space folding and protein 
particle space construction, and cell modification is the space construction of protein particles, folding 
correlation, with the initial value of the boundary of the polypeptide space unchain structure, forming a 
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single chain The Effective Nucleus Trace Function Equation of Nucleus and Vibration Effective 
Nucleus Trace Function Equation of Nucleus for the Ultra-three-dimensional Radioactive Structure of 
Protein Particles Controlled by Nucleus-Value Domain 
ⅰ.Human gene - forming protein - bud nucleus growth trend 

.ⅱThe growth trend of human gene forming cells - bud nucleus 
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ⅰ.B. hypersphere convex ball fiber bundle carries effective nuclear mark.,Information on effective 
nuclear mark of hypersphere convex ball fiber bundle 

. ⅱ The core structure of ultra three dimensional radioactive structure.  

 

3+1 dimension reduction of high-end hyperspherical convex spherical fibrous plexus-protein particle 
Space folding and protein particle space construction, and cell modification is a protein particle space 
construction, folding-related, with complex (kernel variables) polypeptide space unchained structure, 
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the formation of single-stranded protein particles, spatial transformation The three dimensional image 
of the general solution of the system of nonlinear partial differential equations 
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ⅰ.Space folding of protein granules and space of protein granules,Protein granule Space folding and 
kernel variable peptides 

. Constructed complex kernel variables soliton wavelet similarity solution general solution, General ⅱ

solution of spatial solitary wave similar solutions for spatial chain structure 

2. Nucleus Growth Trend-Trend of Proteins, Cells and Cancer Cells-Effective Nucleus Marks in 
Vibration Forming Complex 3D Images 
he membrane-like cannula of sarcoplasmic reticulum (SR) - protein granules-cell modification of SR 
proteins has a high-depth polypeptide space chain-breaking "first-and second-order differential + 
high-dimensional index accompanied by cell nucleus division-nucleus growth trend". 
Cell core division-nucleus growth trend, with the complexity of cell-modified intelligently generated 
nucleus growth process, accompanied by uncontrolled cell division 
ⅰ.Controlled cell division - bud nucleus growth trend, Two order differential control of cell division - 

bud nucleus growth trend 
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3. Proapoptotic members of the intracellular injury-protein family are activated to insert into the 
mitochondrial outer membrane and release cytochrome; the following images can analyze their 
connotations; regardless of the activation mechanism, cleavage and activation are performed, and 
then the apoptotic response is completed. 
ⅰ.Intracellular apoptosis is activated by pre apoptotic members of the protein family. 

.ⅱ Rongrongzhu Non resolution development of cell division 
 
 
 
 
 
 
 
 
 
 
ⅰ.Activation of Bcl-2 family apoptosis Bad     ⅰ.Activation of Bcl-2 family apoptosis Bad 
Soliton Wave Similar Solution for Effective Nuclear Trace Function of Vibration of Nucleus Cell Core 
Splitting Maternal Shell Bicore Eukaryotic Morphology Transcending Meromorphic Function Form 
(1,3) Order Supersphere (1,2) Secondary Root Supersphere (1,2) Connected Supercube Low Dimension 
Core Conjugated 
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3+1 Dimensional Pseudo-4-Dimensional System Hyperspherical Convex Fiber Cluster-Convex Fiber 
Crystallization Fiber Family, Marginal Protein Chain Combination of the Body, Cellular Modification, 
Extremely Deep Unlocking of the Polypeptide Space, First Order Differentiation, Cancer Phase I, High 
Dimensional Index of Cell Core Splitting, Exfoliated Cell-Bud Nucleus Growth Trend Layered Fuzzy 
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Clustering-Effective Nucleus Trace Function Equation for Vibration of Nuclei, Intelligent Nucleus 
Growth Process with Cell Modification. 
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ⅰ.The growth process of the bulb of the hypersphere convex ball fiber 
ⅱ. Rongrongzhu Non analytic extension of first order differential cell division, Ultra three dimensional 
core core radioactivity structure. 

 
4. Three. Growth trend of bud nucleus: the trend of protein penetration by various viruses and 
bacteria. 
Lipid-containing envelope + protein coat _virus eukaryotic (double RNA) _virus eukaryotic form of 
HIV virus immersed in muscle somatic cells, the core mechanism of action "HIV virus-nucleic acid 
(double RNA)" 
Effective Kernel Mark Function for Vibration of Conjugated Hypersphere-Conjugated Nucleus of Inner 
Hypercube-High Dimension-Kernel-Conjugated Hypersphere-Conjugated Nucleus beyond 
Meromorphic Function Form. The double RNA of "HIV virus" is a convex sphere coated by lipid 
envelope and protein coat. 
The double RNA reverse transcriptase of HIV virus is prominent in the three-dimensional image of 
Rongrongzhu Nonanalytical Development. Matrix kernel of reverse transcription of HIV virus 
"Rongrongzhu non analytical development" 
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of HIV virus "Rongrongzhu non analytical development" 
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ⅰ.Complex oscillating kernel function of conjugated bud nucleus _HIV virus, Rongrongzhu Non 
resolution development of HIV virus 
ⅱ. HIV virus envelope lipid + protein outer shell, convex spherical surface, HIV virus - nucleic acid 
(double RNA) 

 
ⅰ.HIV virus envelope lipid + protein outer shell, convex spherical surface, HIV virus - nucleic acid 
(double RNA) 

 
ⅰ.Complex oscillating kernel function of conjugated bud nucleus _HIV virus,  Rongrongzhu Non 
resolution development of HIV virus 

. HIV virus envelope ⅱ lipid + protein outer shell, convex spherical surface, Double RNA reverse  
transcriptase of HIV virus 
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ⅰ.HIV virus envelope lipid + protein outer shell, convex spherical surface, Reverse transcriptase  
of HIV virus nucleic acid (double RNA) 

 
ⅰ.Complex oscillating kernel function of conjugated bud nucleus _HIV virus, Rongrongzhu Non  

resolution development of HIV virus 
ⅱ. HIV virus envelope lipid + protein outer shell, convex spherical surface, Double RNA reverse  

transcriptase of HIV virus 

 
ⅰ.HIV virus envelope lipid + protein outer shell, convex spherical surface, Reverse transcriptase  

of HIV virus nucleic acid (double RNA) 

 

5. Structure of protein lipid membrane and construction of lipid membrane container 
The structure and morphology of protein lipid membrane and the construction of lipid membrane 
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container; the effective nuclear trace information of drug action mechanism in protein lipid membrane 
structure; the core core structure: 
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The tubular membrane of protein lipid membrane structure adjacent to the plasma membrane of the 
daughter cell, Similar Solution of Polypeptide Spatial Unstranding in the Plasma Membrane of Adjacent 
Subcells of Cellular Modified Tubular Network Membranes with Constant Boundaries. 
HIV virus - nucleic acid (double RNA) integrates its double RNA into the host chromosome DNA. 
Double RNA encapsulate proteins during replication and form non standard disk projections in some 
parts. 
ⅰ.HIV virus envelope lipid + protein outer shell, convex spherical surface, Rongrongzhu Non 

resolution development of HIV virus 
. Double RNA replication process, wrapped in protein shell, special outer shell, HIV virus ⅱ - nucleic 

acid (double RNA_ partial fragment) 

 

ⅰ.IV virus envelope lipid + protein outer shell, convex spherical surface, HIV virus - lipid  
envelope (lipid bilayer) 
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6. Constructing the Mechanism of "Lipid-like Drugs-Effective Nuclear Mark Information Drugs" 
in the Form of "HIV Virus-Lipid Envelope+Protein Capsid-Virus Eukaryotic (Double RNA)" 
The Eukaryotic (double RNA) of the HIV virus, lipid-containing envelope + protein coat, is 

characterized by equivalence in the above transcendental meromorphic functions by the sum-product 
transformation of the lipid-coated nucleus. 

4 2 4 22 ( )( ) ( ) ( ) ( )
4 4 4 4

C Sin bSin C sc Sin Csc
   

         par amet er
 

4-Dimension-Ultra-High End-Ultra-Spherical Convex-Spherical Fiber Cluster-Superspherical Limit 
Nucleus of "Petal-like Superspherical Fiber Cluster". It has complex (kernel variable) protein multilayer 
lipid membrane structure and deep multilayer lipid membrane structure. 

4 2( ) ( )
4 4

S i n C s c 
    From HIV virus core 
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, This 

conforms to the value domain nuclear control 1 1(, ) (, )tan co t   of the multilayer lipid membrane 
structure of the protein multilayer lipid membrane kernel, and the ultrathree-dimensional space 

transformation ( ) ( )
4 4

S in y C s c y
 

    

Beyond Meromorphic Function Morphology: 11-Dimensional Superstring Structure Kernel Conjugated 
Complex Hypersphere Complex Conjugated Nuclei Vibration Effective Nucleus Trace Function HIV 
Virus Lipid Envelope + Protein Capsid Virus Eu Dual RNA Structure 

4 2( ) ( )
4 4

S in C s c    . Therefore, the HIV virus operates in a higher dimension of  

the mathematical function equation, so lipid-like drugs with effective nuclear marker information about 
the mechanism of action of drugs in the protein lipid membrane structure have little effect on the HIV 
virus. Integrating the two into the same transcendental meromorphic function does not destroy the 
nature and morphology of the three-dimensional image, and there is topological homeomorphism of the 
image. 
To construct the mechanism of "Lipid-like Drug-Effective Nuclear Mark Information Drug" in the form 
of "HIV virus-lipid-containing envelope+protein coat-virus eukaryotic (double RNA)". Complex 
(kernel variable) protein multilayer lipid membrane structure with deep multilayer lipid membrane 
structure. The incorporation of HIV transcendental meromorphic functions does not destroy the nature 
and shape of the three-dimensional images, and this lipid-like drug has no effect on the HIV virus. 
2+1-dimension-non-high-end-hyperspherical convex-spherical fiber cluster-convex-spherical fiber 
crystalline fiber family, protein chain combination-constant boundary-cell-modified-tubular network 
membrane-adjacent subcellular plasma membrane-polypeptide spatial structure-value domain 

nuclear-controlled 1 1( , ) ( , )ta n c o t  ultra-three-dimensional core, solitary wave-similar solution 

of global nonlinear partial differential equations 
2+1-dimension-non-high-end-hyperspherical convex-spherical fiber cluster-convex-spherical fiber 
crystalline fiber family, with complex (kernel variable) protein lipid membrane structure, carrying lipid 
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membrane container construction, reconstructing the overall three-dimensional conformation, and 
analyzing the special mechanism of drug action, Space transformation of lipid membrane structure of 

ultra-three-dimensional core radioactivity structure of 1 1(, ) (, )cot tan   which is controlled by 

kernel value range, ( / 4) ( / 4)Sin y Csc y     hierarchical fuzzy clustering analysis system based on 
differential incremental balance theory-effective nuclear trace function equation of nucleus vibration, 
has the intelligence of generating nucleus growth of cell-modified nuclear mitotic structure 

   3 3/2 /4 /4Cos x Cos x     Cheng's complex 3D images  
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�. (n, n) second root m+2 (m+2, m) kernel conjugate complex hypersphere 
�.Complex nuclear vibration function of conjugated bud nucleus and lipid like drugs, Complex  

oscillating kernel function of conjugated bud nucleus _HIV virus 

 
�. Protein multilayer lipid membrane structure and depth multilayer lipid membrane structure,HIV  

virus contains lipid envelope + protein coat. 
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�. Tubular membrane with constant boundary and adjacent subcellular plasma membrane polypeptide 
spatial structure soliton wavelet similarity solution general solution. 
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�. Complex (core variable) protein lipid membrane container, The growth process of the bulb of  
the hypersphere convex ball fiber 

�. Isolated wavelet similarity solutions for spatial transformation of lipid membrane containers 
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CONCLUSION 
From computer information science to the 
interpretation of life sciences at the molecular 
level, we are dealing with the major challenge of 
HIV. Because of the HIV virus in the differential 
incremental equilibrium geometry beyond 
meromorphic function 11 dimensions of the 
complex conjugate nucleus vibration effective 
nuclear mark. Therefore, it has an absolutely 
supersymmetrical structure and conforms to the 
HIV virus structure of Molecular Cell Biology. 
Therefore, the HIV virus is the most perfect, the 
most successful, the most complex super virus. 
Ronrongzhu's non-analytical development has 
been deduced from the clustering formulas of 
original depth statistics from computer 
information science and intelligent mathematics, 
especially in the extraction of effective nuclear 
mark information. The linear information 
processing of computer information has been 
pushed to nonlinear information processing. 
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